PCA-SGA implementation in classification and disease specific feature extraction of the brain MRS signals.
The medical diagnostic systems often suffer from the high dimensional data. In this study, Principle Component Analysis (PCA) has been used for dimensionality reduction of the brain Magnetic Resonance Spectroscopy (MRS) signals. Afterwards, the Simple Genetic Algorithms (SGA) is utilized in order to classify different brain diseases. SGA is later used to extract MRS signal features in case of metabolic brain diseases (MD). The PCA-SGA implementation received the specificity of 89.91%. The SGA was able to achieve the sensitivity of 84.84% and positive predictivity of 88.46% in extracting disease specific MRS signal features.